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[Abstract] Medical molecular genetics has the complex content and rapidly renewed information, and
is difficult to learn and to teach. Therefore, this study explores and summarizes the teaching methods of
medical molecular genetics in the postgraduate courses of clinical medicine and in the teaching of interns:
paying attention to both basic theory and discipline integration; introducing clinical cases to stimulate the
active learning; encouraging online reading to obtain the renewed knowledge; and enlightening the creative
thinking through the combination of teaching and research. The results showed that students have more
interest and enthusiasm in learning and can think more independently and innovatively. The basic theory and
clinical application of molecular genetics have been also analyzed. The questionnaire showed that the
teaching satisfaction reaches 97% (152/157).
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